IV. Using NCI/CIT mAdb data with
MicroArray Explorer
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Welcome to the mAdb (akia Mad Bee) Home page.

CIT/BIMAS is collaborating with ICTDCS in the development of the

“ BioInformatics to manage, access and analyze cDNA phrray data b
generated by the WCTDCE phrray Center.
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1. Log into mAdb
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¢ Gateway - Data Upload and Analysis Tools
(Mote: Must be aregistered user - LoginPassword required.)

* Forums - for discussion of microArray issues.
(Mote: Must be a registered user - LoginPassword required.)

* Reference Information - Protocols, mAdb User Manual, Axon GenePix User Manual, RITA
Amplification Protocel

¢ Download - Programs including Asxon GenePix, Stanford's Cluster and TreeView, various
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3. Download 1t as a Zip file to your computer
4. Unpack the Zip file

5. Click on the MAE: Start.mae




IV. Procedure to Use MAExplorer on mAdb Data

. Install MAExplorer if not already installed (see MAExplorer installation Procedure).
. Go to http://nciarray.nci.nih.gov/ with your Web browser

. Go to "Gateway"

. Go to "Tools"

. Select the set of projects to be exported from the scrollable list.

. Select "BETA formated array data retrieval tool".

. Select "LECB/NCI MAExplorer" for the "Retrieval format".

. Submit. This will eventually replace the Web page with a new page containing a
numbered (number related to date and time of day) file ending in .zip. The file will be
purged after a while, so it should not be treated as a permanent link.
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* 9. Click on the .zip file to download and save it locally to your disk.
* 10. Unpack the .zip file to a new directory, for example “myData’

* 11.On Windows systems, double click on Start.mae in the myData\MAE\ directory.
This will start up MAExplorer.




MAExplorer is Compatible with mAdb Data
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IV.1 NCI/CIT mAdb Web Server Home Page
http://mciarray.nci.nih.gov/
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IV.2 Press “Gateway” & Log on to mAdb Server
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IV.3 Select: a) Projects, b) “Formated Array
Data Retrieval Tool”, ¢) then press “Continue”
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IV.4 Set a) Format Option to “MAExplorer”, b)
Select Arrays to be Analyzed, c) Press “Submit”
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IV.S Click on Resulting Zip File (e.g. 319-1036
to Download Data to Your Computer

¥ mAdb WAIT Data Retrieval Tool 1.00 - Netscape
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\Dacument: Done

To unpack the dataset, you will need an uncompress utility which can handle ZIF compressed files.
One such utility 18 WINZIP avalable on the maAdb Program Downloads page.
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IV.6 Save Zip File on your local disk and Unzip it

* (Note: WinZip is available from the mAdb download Web site)
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IV.7 Inspecting the Unzipped Data File Folders
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IV.8 Click MAe<Start.mae” to Start MAExplorer
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IV.9 Explore Data Using Data Filters, Plots, etc.
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IV.10 Summary of Downloading a mAdb Data Set

* This procedure downloads one or more projects into a directory on your

local computer.

* At this point, data mining may proceed using MAExplorer independent
of the Internet connection to mAdb.

« If you want to add additional hybridized samples, you should download
all of the samples again (this will be resolved in the future). Currently,

you can’t easily merge data from several downloaded data sets.
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